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URINE INFECTION REQUISITION FORM

BILL INSURANCE

BILL PATIENT

BILL MEDICAL PRACTICE

PATIENT’S INFORMATION   Please provide clear copies of patient photo ID and insurance card(s)ORDERING PHYSICIAN’S NAME AND ADDRESS

PATIENT LAST NAME FIRST NAME MIDDLE GENDER
M              F

DATE OF BIRTH (MM/DD/YY) CELL PHONE EMAIL

CITY STATE ZIP

ADDRESS APT:#

INSURANCE INFORMATION 

PRIMARY INSURANCE SECONDARY INSURANCE

INSURANCE

MEMBER ID

SPECIMEN COLLECTION SPECIMEN REQUIREMENT AND STABILITY

AM

PM

DATE

TIME

TESTS PLEASE SELECT ONLY ONE OPTION

URCS
URINE CULTURE AND 
SENSITIVITY BY MICROBIOLOGY

ICD-10 / DIAGNOSES

URINE SPECIMEN: MID STREAM CLEAN CATCH COLLECTED
IN A STERILE CUP AND TRANSFERRED TO 
A URINE C&S TUBE (GREY TOP)
AMBIENT TEMPERATURE: (15-25 °C) - 48 HRS FROM TIME 
OF COLLECTION
REFRIGERATED: (2-8 °C) - 7 DAYS FROM THE DAY 
OF COLLECTION

TAT = 3 - 5 days

6305
URINARY TRACT INFECTION 
PANEL, PCR*

TAT = 3 - 4 days

*Positive specimens will be 
reflexed to antibiotic sensitivity 
test by microbiology

6306
UTI PANEL, PCR W/REFL 
TO ABR, PCR*

TAT = 24-48 hours

*Positive specimens will be 
reflexed to antibiotic gene 
resistance by PCR 
 

R258 Enterococcus species 
 Enterococcus faecium (Efm)
 Enterococcus faecalis (Efs)
P945 Klebsiella species
 Klebsiella aerogenes (KA)
 Klebsiella oxytoca (KO)
 Klebsiella pneumoniae (KP)
P944 Staphylococcus species
 Staphylococcus aureus (SA)
 Staphylococcus saprophyticus (SS)
 Staphylococcus epidermidis (SE)
P829 Proteus species
 Proteus vulgaris (PV)
 Proteus mirabilis (PM) 

P830 Citrobacter species
 Citrobacter freundii (CF)
 Citrobacter koseri (CK)
P656 Escherichia species
 Escherichia coli (EC)
Q208 Pseudomonas species
 Pseudomonas aeruginosa (PA)
Q131 Enterobacter species
 Enterobacter cloacae complex (ECC)
Q447 Serratia species
 Serratia marcescens (SM)
P928 Candida species
 Candida albicans (CA)  
 Candida other (CG,CP,CT,CK)

Q036 Streptococcus species
 Streptococcus agalactiae (GBS)
Q048 Aerococcus species
 Aerococcus urinae (AU)
Q211 Corynebacterium species
 Corynebacterium urealyticum (CU)
Q274 Morganella species
 Morganella morganii (MM)
Q918 Acinetobacter species
 Acinetobacter baumannii (AB)
Q033 Providencia species
 Providencia stuartii (PS)

ANTIBIOTIC RESISTANCE (ABR), PCR

ENTE Enterococcus spp.
 Enterococcus faecium (Efm)
 Enterococcus faecalis (Efs)
KLEB Klebsiella spp.
 Klebsiella aerogenes (KA)
 Klebsiella oxytoca (KO)
 Klebsiella pneumoniae (KP)
STAP Staphylococcus spp.
 Staphylococcus aureus (SA)
 Staphylococcus saprophyticus (SS)
 Staphylococcus epidermidis (SE)
PROE Proteus spp.
 Proteus vulgaris (PV)
 Proteus mirabilis (PM)

CITR Citrobacter spp.
 Citrobacter freundii (CF)
 Citrobacter koseri (CK)
ESCH Escherichia spp.  
 Escherichia coli (EC) 
PSEG Pseudomonas spp.
 Pseudomonas aeruginosa (PA)
ENT Enterobacter spp.
 Enterobacter cloacae complex (ECC)
SERR Serratia spp.
 Serratia marcescens (SM)
CND Candida spp.
 Candida albicans (CA)
 Candida other (CO)

STRE Streptococcus spp.
 Streptococcus agalactiae (GBS)
AER Aerococcus spp.
 Aerococcus urinae (AU)
CORY Corynebacterium spp.
 Corynebacterium urealyticum (CU)
MORG Morganella spp.
 Morganella morganii (MM) 
ACIN Acinetobacter spp.
                   Acinetobacter baumannii (AB)
PROV Providencia spp.
 Providencia stuartii (PS)

6444 Quinole/floroquinolone (S83L gyrA, D87N gyrA, qnrS, qnrA)
6445 Sulfonamide resistance genes (Sul1 and Sul2)
6446 Beta lactamase class A genes (KPC, SHV or CTX-M)
6447 Beta lactamase class B genes (NDM, VIM or IMP)
6448 Beta lactamase class C genes (CMY, DHA or FOX)
6449 Beta lactamase class D genes (OXA 1 like, OXA-23 like or OXA-48 like)

6453 Macrolides resistance genes (ERM A, B or C)
6455 Methicillin resistance (Mec A)
6457 Tetracycline group of antibiotics (tetB or tetM)
6458 Vancomycin group of antibiotics (VanA or Van B)
Z957 Aminoglycoside resistance gene  aac(6')-Ib-cr


